The complete mitochondrial genome of Hoplobatrachus rugulosus (Anura: Dicroglossidae).
The mitochondrial genome of Hoplobatrachus rugulosus (Anura: Dicroglossidae) is a circular molecule of 20,309 bp in length, containing 39 genes (including the extra copy of ND5 and tRNA(Met) genes). The following four distinctive features are observed: the cluster of rearranged tRNA genes (TPF tRNA gene cluster), the translocation of tRNA(Leu(CUN)) and ND5 genes, the tandem duplication of tRNA(Met) genes (Met1 and Met2), and the duplicated d-loop-ND5 regions.